Crpannua 1 u3 1

O6mecTBo ¢ OrpannYennoii OTBETCTBEHHOCTLI0
Hayuno — npoussoacreennas ¢upma “Uccnenoparensekuii uenrp”
Pocens, 630559, Hosocnbupckasn o6aacrs, HoBocubnpcexkuii paiion,
p-n. Koabuoso, npomsona, kopnyc 200, oduc 426
ITourosslii agpec: 630559, Hogocubupcxkas o6aacrs, p.. Koabuoso, a/s 247
Tenedon / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — otaen npoaak,
(383) 336-52-72 — Gyxrastepus, (383) 325-30-07 - I

N7

KauecrBennoe ynocroepenne ma JIEKAPCTBEHHBIN npenapar
AJIT BETEPHHAPHOTO npuMeHeHus Berom 1.2
Ne 267 ot 17 mapra 2020 r.

Toprosoe Hanmenopanne: Betom 1.2,

MHH: Betom 1.2.

Homep PY: 35-1-10.18-424 7Nl IBP-1-10.18/03449.

Beimyck mo TY: 21.20.10-062-23609643-2018.

. JlexapcTeennas ¢opma:  nopowok 1A nprema BHYTPb H PEKTAILHOTO NPHMEHEHHS B TAKeTe M3
JIAMUHHPOBAHHOI OyMaru, Macca HeTTo 50 T.

6. Homep cepun: 060320,

7. O0bem cepnn, npeabABIsIeMOoii HA HenbITaHus: 5070 T,

" 8. Mecro otGopa: 1I[ID.

9. lara orGopa: 13.03.2020.

10. laTa noctyniienns 8 UJIBTK: 13.03.2020.

11. Koanvectso moctynupumx o6pasuos: 15 00pa3LoB 110 50 rpamm.
12. Kem oto6pana npoda: naGopaut O.B. Tutosa.

13. U3Bemenne o1: 13.03.2020.

AR RIS

Ne HaumeHoBaHue mokasaTens Hopma o HTJT Pe3ynbTaT ucnsltanmii
n/n
L BHemHuii Bua, 1Ber, 3anax IMopomoxk Genoro nera Ge3 3amaxa CooTtseTcTBYET
2 Bpewms pecycnenaupopanus, mun. | 10, nonyckaeTcs Hanmaue ocaika CootBercTBYET
3. pH (7,0+0,5) 6,6
4 IToteps B Macce npu
BBICYILUMBAHHH, %, He Dosee 6,0 CootetcTBYET
5 AHTaroHHUCTHYECKAs aKTHBHOCTE
K TECT-KyJIbTypaM (30Ha
YTHETEHHUs POCTa, MM, He MeHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 3
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. KonuuecTBo jKMBBIX MHKPOOHBIX
KNETOK, Bacillus subtilis,
Bacillus amyloliquefaciens, 1x10° 2,5x10°
KOE/r, He menee
i [MoanuuHOCTS Betom 1.2 nomken conepxars Gakrepun CootsercTByeT
Bacillus subtilis, Bacillus
amyloliquefaciens
8. MukpoGHonoruuecKas THCTOTa,
HaJTH4Ke:
Enterobacteriaceae; He nomyckaercs CooTtBeTcTBYET
Pseudomonas aeruginosa; He nomyckaercs CooTtBeTcTBYET
Staphylococcus aureus; He momyckaercs CoortBeTcTBYET
TOCTOPOHHUX
MHKPOOPraHH3MOB, B T.4. U
rpubos, He GoJee Thic/T 300,0 CooTBeTCcTBYET

JlekapcTBeHHBIN npemapaT i BETEPHHAPHOTO NpHMeHeHHs Bertom 1.2, cepua 060320, B moTpeGHTENbCKOI
YNaKoBKe naker 50 r U3 NaMHHUPOBAHHON GYMaru, COOTBETCTBYET TpeGopanusaym TV 21.20.10-062-23609643 u

MOXET OBITh BBINYIUEH B IPAkKIAHCKHH 060POT B CONPOBOKACHIH 3am}bi{¢_1"{1z(ﬂi YNOIHOMOYGHHOTO JIHLA.
3as. MJIETK OB T ey G — AA Jlensk
Hupexrop - AM, Jlenak




